ABSTRACT Despite their relevance to human health, not all staphylococcal species have been characterized. As such, the potential zoonotic threats posed by uninvestigated species and their contribution to the staphylococcal pangenome are unclear. Here, we report the complete genome sequence of Staphylococcus lutrae ATCC 700373, a coagulase-positive species isolated from deceased otters.
SMRT Analysis. A methylation analysis file was generated with the Modification_and _Motif_Analysis.1 protocol.
The genome (2,533,021 bp; 37.7% GϩC; 500ϫ average depth) was annotated using the NCBI Prokaryotic Genome Annotation Pipeline (8) .
Accession number(s). The whole-genome sequence was deposited in GenBank under accession number CP020773.
